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<110> BASF AG 

<1 20> Plant gene expression under the control of 
constitutive plant V-ATPase promoters 

<130> BASF - NAE 1074/99 

<140> 
<141> 

<160>3 

<170> Patentln Ver. 2.1 

<210> 1 

<211>2090 

<212> DNA 

<21 3> Beta vulgaris 

<220> 

<223> Promoter subunit c isoform 2 
<220> 

<221> promoter 
<222> (1)..(1923) 

<400> 1 

gatatcacac attcgtccat cgacgatttg cgaactttca aataggtacg taattcttt 60 
aatcttcaaa gttatttcac attagtcgac tattatgtag ttgaaaaaat ggagataata 1 20 
ggaattagtt gaaaagggtg tttatataat tagacttaaa tttgattcat tttcatatat 180 
ctgaaaacaa ggtatgtatg aaatttgatt catttatgac actgatgaaa aagttaacga 240 
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tttagttctt ttttttaaaa ttccaatata aatttttgcc caaaactttt gcaaaatatc 300 
catgttcgga aataaatttt gaaaaacaaa acaatatcaa acctmtgc gaacaacttt 360 
tacaaaaatc cattttcaga aaaaaaaatt tacattaact tgcgaaatca aattgtgtat 420 
gaaaaattta aaatttcctt tcacctataa ttgaaactca aagtgttaaa atttagaaaa 480 
ggagaaaaat aaaaaatgac catttcatgc gaaatcaaat tgtgtatgaa aaacttaaaa 640 
ttttamta aatataattg aaattcaaag tgttaaaatt tegaaaagga gaaaaattaa 600 
aatgaccatt tcattcaaaa tcagattglg tatgaaaaat ttaaattttt atttcaaata 660 
taattgaaac tcaaagtgtg aacatttaga aaaggagaaa aattaaaatg atgaaaattt 720 
gtaaaacatc aatttgtgaa atcagaattt agaagttaga caaggaaaaa aaactgaatt 780 
gtcttatact tttcggttac aattttggga tcataaagaa attactgaaa tccatatcaa 840 
aaactattat aaattacaaa aatgaataaa accaaaaaaa gaagaacatg acgatatttc 900 
gtaaagaaca tcatactgat tataaaagaa catgcgcata ttagaattga gaaacaaaaa 960 
actattcaaa atcacaaaaa tggataacaa catacaaaga acatgaaaga atottattca 1020 
caaaatggag gtgaacttaa atactaactt gcattttcag tttatttact acttagtatt 1080 
aggcctaaaa atatcatcgc acgcatcgcg tgcacaaaag actagtgtta agtatcacaa 1 140 
gtcacaaact cacaactgat tttcatttag gctccatttg gtagggcgta aaacgttttc 1200 
ccggaacact atttttctcc atttttagtt ttacattgtt tggttgacaa aagagtgtaa 1260 
aaccgttttc ccttggggta aaattactct tccaatgatc gaaaaccatt ttcctttcaa 1 320 
aatgaaggga aaactgtttt ccttatctct cttgttacac ttttctcact aectecttac 1380 
tttccctm attttacttt catttcatca ttttcfflgc atgaaaccaa acaacggaaa 1440 
actaattttg gaattgtgtt ttccattgta aattgttttc catgaaaatc attttacact 1500 
gaaaatgttt tacaccctac caaacagagc cttcgtgtgc catgaatgca tgaccgattt 1 560 
caaattcgaa actggtgttt accgtttcct aattggtttc gagttcacaa ccaagtattc 1620 
"aactatgttg ctcaccctaa agatgaatat ggtaaaacct tgaggtgggc tttggctaaa 1680 
aaaagtccca ccaagcccca attctaggct cccaaaacca cgaaatttcc tggtactatt 1740 
ccaaaacaaa aacaaacacc tcctgatcaa accagaaaaa ataaaacata tttttgtttt 1800 
ctcccaattt ttcattttaa tttatcacgg gaaagtacac aataattcaa tcaagggtaa 1860 
aaaaaataaa ataaaaagaa aagataagta taaacaaaag aaatttgtct tctctacatc 1920 
ctcatatttc atccacgctc tcttcttcct ctcctctcat ctcctttttc aattcccaga 1980 
tcggatcaag caattcatcg aacaccttcc gatcatcacc atcaaaaaaa atgtcaacag 2040 
tctttaacgg cgatgaaacg gcgccgttct tcggctttct gggtgctgct 2090 
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<210>2 
<211> 1153 
<212> DNA 
<213> Beta vulgaris 

<220> 

<223> Promoter subunit c isoform 1 
<300> 

<302> cDNA and genomic cloning of sugar beet V-type H+-ATPase 

subunit A and c isoforms: evidence for coordinate 

expression during plant development and coordinate 

induction in response to high salinity 
<303> Plant Mol. Biol. 
<304> 1999 
<305> 39 
<306> 463-475 

<400> 2 

gggtgggggt gaagtggggg ctgcaggggt gggtgggggg ggctggtggc aggtattggt 60 
agtggtgcta ggtggtgatt atggaggaag aagggaaata gaagtggtta acaccgaaaa 120 
gtgagattaa gttttatctt gcaaaaataa tttatttttt ggtttgtttt cacaaagaat 180 
gctttattaa ggtttttttt tgcaaaaaac tgaactttta aaaggttttt tttgataaat 240 
tttcctaata ttaataaatg aaaatttttc taacatggga gatagcctgg acctataact 300 
agttgttata acttataaga agagaatttt gggcaactat gcggaaaata ggggaaattt 360 
tggaaaaaat aagtaaaaga ttttaggtgt aaacttgctt gttataagtt ataaacttga 420 
atttgttcta ttgatagtgt tggttaataa tgtgacaact aaatcgaaca taaaggttta 480 
ggaccctttc gacatcattg agagttagag gtgggcatga gccgggccag ttcgcgtgct 540 
ggaacggcca gttcgcgggc tggtacggcc aggcacgagc ccgatcaagg cacgacccgg 600 
cttgttgtcc gctacgtgga ccgtgggccc atcacggtca aaaaaaaata ttttaggctc 660 
gcaccagcac gagcccgcgt aggccagccc gcgggctgaa tgttcctttc ctttgttttt 720 
tagcctaaaa ctgtcaiaaa tacaaaaaga taacataaaa cacaggctag gccctcaata 780 
ggcacgagcc cgtggaaaaa atccgaaaat tccaagccta gctagttact cacaagctca 840 




- 54 - 



O.Z. 0050/50615 



gacccgattc gtcatttttc caaacccgtg ggccgagccg gtgaacaggc tcggcccggc 900 
tcatgtccag gtgacaggtc tactgagagt tatgagttgt ttccccatgg gctacttgac 960 
tacaaacctt ccatagttcc atgacacttc catctgagcc catgagataa aattaaggaa 1020 
tacaaacaca aaactcaaca accaacccga aatatcgatc ggacttgtta gcacgtgtta 1080 
tgttgggtcc catccaagaa actttctctc tcctcctcct tcataaaaaa accttctcac 1140 
tgatcccatc cag 1 1 53 

<210> 3 

<211> 1073 
<212> DNA 
< 21 3> Beta vulgaris 

<220> 

<223> Promoter subunit A 



<302> cDNA and genomic cloning of sugar beet V-type H+-ATPase 
subunit A and c isoforms: evidence for coordinate 
expression during plant development and coordinate 
induction in response to high salinity 

<303> Plant Mol. Biol. 

<304> 1 999 

<305> 39 

<306> 463-475 



gaattctctg ctctggattc gacatcaaaa tttccaccgg gttactattc aaacagactg 60 
ctcaaatctc atttcttctc ttcgttctat ttcgacggtg cctcgctcta tctactggtc 120 
tgtatgccag attatgagtc taacaggaaa tcttcactgg tgttttctgc ttaaagtaaa 180 
ttgtcaaaaa gttcaaaagg cacaaaatgt ggctaagcta tgtgctcaaa tttgttgttt 240 
actacttgat ttgttttctt tctctttatg cctgtttttt ccccctttgt aaaaaaaaga 300 
tacaagtata gatgaaggga ttctttatat tggccccatg tgttcgttag ataattacat 360 



<300> 



<400> 3 



m 
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tgtaccctca attcctcatc ttccttgaag ttctacgtag taccattgtg gttgcataag 420 
caaatgataa tcatactttc atatcttagt taatgtacat cgtcacttgt gcttaacatg 480 
tcataaacta atttccttgg tttaatactg gttacattaa ctaaatcttt tattcttaaa 540 
tatttaagaa gtgtgcagta aattaagttt cttccaaatc ctcaataaga cattatactt 600 
agaaaacttc tataaagtta cttatcaact tacagataac gaccaaagaa tcatcaccaa 660 
aacagttatc gaaccacata gaagctgcat agcttttgaa aaaggtgaag gtacaatata 720 
aatctccaac aaatatagtg tatctactcc caaaagctat cctagtaata tccctatctc 780 
aaaaacatat cttttatcaa ctttttccca acacaaactc aattgttaaa aactacaagg 840 
aaacgttgtt taaccaatca ctatatttac attaaccata tttttaattt agttaaacct 900 
ctcaagtctc actacattct taaaaaaagt tggagataga gtcatcataa ttcatagaga 960 
aggaattgac aacatctaat aagaacgaat tacgaacgtg gcaaaatcac agacgaaaca 1020 



tagcaaaact taaccctgca aatctcaatc agatttaaat aatccttttg ctg 1 073 



